Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.057; wR factor = 0.159; data-to-parameter ratio = 12.2.
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Comment
Chalcones (trans-1,3-diphenyl-2-propen-1-ones) are precursor of various natural products such as flavonoids (Bargellini & Marini-Bettolo, 1940) , isoflavanoids (Nógrádi & Szöllösy, 1996) and key intermediates for synthesis of various heterocyclic scaffolds. Chalcone consists of two aromatic rings joined together by a three carbon α, β-unsaturated carbonyl system ( Figure   1 ). These compounds have broad range of biological activities such as anticancer (Go et al., 2005) , antimalarial activity (Mishra et al. 2008) , anti-TB activity (Hans et al. 2010 ), antiviral (Trivedi et al., 2007 , antibacterial (Nielsen et al., 2004) and more recently antifilarial activity (Awasthi, Mishra, Dixit et al. 2009 ) etc. Further, SAR on substituted chalcones reveal that presence of α, β-unsaturated ketone is critical for activity in which double bond is in a trans (E)-configuration (Li et al., 2009) . The crystal structures of few substituted chalcones have been recently reported (Fun et al., 2008; Li et al., 2009) .
As a part of our ongoing research work on antimicrobial activities of substituted chalcones and crystal structure analysis of small molecules (Singh et al., 2011) , we further explored the possibility of characterization of chalcone in the solid state. We crystallized substituted chalcone (2E)-1-(4-aminophenyl)-4-(2,4-dichlorophenyl) but-2-en-1-one,in the mixture of methanol and acetone at room temperature. In this paper, we report the single-crystal X-ray structure of the title compound and possible role of hydrogen bonding in the structure stabilization. The crystal packing is stabilized by intermolecular hydrogen bonding between N1-H2N1···N1 and N1-H1N1···O1 (Fonar et al., 2001) .as shown in packing diagram along b axis(figure 2, table 1).The torsion angle between atom C7-C8 -C9-C10 is 177.8 (3)°. The aminophenyl ring, dichlorophenyl ring and central ketone group are in the same plane, thus molecule is planer. The CCDC No. of the crystal is 797089.
Experimental
The synthesis of the title compound was carried out according to the published procedure (Migrdichian 1957; Awasthi, Mishra, Kumar et al., 2009) . Briefly, an aqueous solution of sodium hydroxide (10%, 10 ml) was added to a solution of acetlylated 4-aminoacetophenone (1.77 g m, 10 mmol) and 2, 4-dichlorobenzaldehyde (1.73 g m, 10 mmol) in minimum amount of methanol (3-5 ml) at ice cooled flask. The reaction mixture was allowed to draw closer to room temperature and stirred for 18-20 hrs yielded a yellow solid. The completion of the reaction was monitored by thin layer chromatography.
After completion of the reaction, the mixture was neutralized with 10% hydrochloric acid in water. The acetyl group was removed by refluxing with HCl/C 2 H 5 OH for 4hrs. The product was recrystallized from dry methanol and acetone in 1:1 ratio. 66, 152.16, 136.54, 135.27, 135.13, 131.78, 130.75, 130.22, 129.38, 128.07, 127.03, 126.46, 124.75, 113.20, 113. 
Refinement
All the H atoms were located from difference Fourier map [range of C-H = 0.81 (4) -1.10 (3) Å] and N-H = 0.76 (4)-0.78 (4)] and allowed to refine freely. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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